AMENDMENT TO THE CLAIMS 



Please amend the claims as follows: 

1 . (Currently Amended) A method of treating a bacterial infection in a subject, comprising: 

providing a composition comprising a polypeptide, or a derivative or analogue 
thereof, comprising repeats of a peptide derived from a Heparan Sulphate Proteoglycan 
(HSPG) receptor binding region of an apolipoprotein, and a pharmaceutically a cceptable 
vehicle, wh erein the polype ptide com prise s a tandem dimer repeat of: SEP ID NO 1, 
S EP ID NO:2, SEQ ID NO:9 6, or a derivative thereof w her ein at least one ammo aci d 
residue, other tha n RK R motifs, is replaced b y an Areinine (R). Tyrosine (Y), Methionine 
(M), Isoleu cine (T), Phenylalanine (P). Tryptophan (W), or a deri vative thereof ; and 

administering said composition to said subject, 

2. (Previously Presented) The method of claim 1, wherein the peptide is derived from 
a HSPG receptor binding region of apolipoprotein B or apolipoprotein E. 

3 . (Previously Presented) The method of claim 1 , wherein the peptide is derived from 
an apolipoprotein B LDL receptor binding domain cluster B, or from an apolipoprotein E 
LDL receptor binding domain cluster B. 

4. (Previously Presented) The method of claim 1 , wherein the polypeptide comprises 
at least two RKR motifs. 

5. (Cancelled) 

6. (Currently Amended) The method of claim [[5]] 1, wherein the replaced or substituted 
residue is the first, second, third, seventh, eighth, ninth, tenth, eleventh, twelfth, sixteenth, 
seventeenth or eighteenth residue of the polypeptide, 

7. (Currently Amended) The method of claim [[5]] 1, wherein the at least one amino acid 
substitution is a Phenylalanine (F) residue or a Tryptophan (W) residue, or a derivative 
thereof. 
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8. (Previously Presented) The method of claim 1, wherein the polypeptide has the 
formula: 

{abcRKRxyz} + {a'b'c'RKRx'y'z 5 } (formula I), and 
wherein 

a and a' are each independently selected from Arginine (R); Tyrosine (Y); 
Methionine (M); Isoleucine (I); Phenylalanine (F); Tryptophan (W); Leucine (L); Lysine 
(K); Histidine (I I); or are deleted; 

b and b' are each independently selected from Arginine (R); Tyrosine (Y); 
Methionine (M); Isoleucine (I); Phenylalanine (F); Tryptophan (W): Leucine (L); Lysine 
(K): or are deleted; 

c and c' are each independently selected from Arginine (R); Tyrosine (Y); 
Methionine (M); isoleucine (I); Phenylalanine (F); Tryptophan (W); Leucine (L); Lysine 
(K); Histidine (H); or Threnonine (T); or are deleted; 

x and x' are each independently selected from Arginine (R); Tyrosine (Y); 
Methionine (M); Isoleucine (I); Phenylalanine (F); Tryptophan (W); Leucine (L); Lysine 
(K); Histidine (H); or Glycine (G); or are deleted; 

y and y' are each independently selected from Arginine (R); Tyrosine (Y); 
Methionine (M); Isoleucine (I) ; Phenylalanine (F); Tryptophan (W); Leucine (L); Lysine 
(K); Histidine (H); or are deleted; 

z and z' are each independently selected from Arginine (R); Tyrosine (Y); 
Methionine (M); Isoleucine (1); Phenylalanine (F); Tryptophan (W); Leucine (L); Lysine 
(K); Histidine (H); or are deleted. 

9. (Previously Presented) The method of claim 8 5 wherein the polypeptide comprises 
at least one additional amino acid, independently selected from Arginine (R); Tyrosine 
(Y); Methionine (M); Isoleucine (I); Phenylalanine (F); Tryptophan (W); Leucine (L); 
Lysine (K); Histidine (H), and which additional amino acid is added before the amino 
acid at position 'a' in the peptide of formula I at the N-terminal. 

10. (Currently Amended) The method of claim 1 , wherein the polypeptide comprises: a 
repeat of the peptide apoE 14 ,-i49 ( S EQ IDNQ : -i- SEP ID NOT) or a truncation thereof, or 
a repeat of a variant of the peptide apoE 14 i-i49 in which at least one Leucine (L) residue is 
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replaced by Tryptophan (W), Arginine (R), Lysine (K), Tyrosine (Y) or Phenylalanine 
(F). 

1 1 . (Currently Amended) A method of treating a bacterial infection in a subject, comprising: 

providing a composition comprising a polypeptide compri sing a repeat of the 
peptide apoEi 43 .i 4 9 ( SEQ ID NO. 1 SEP IDNO:l ) or a truncation thereof or a repeat of a 
variant of peptide apoEi.n-H9 in which at least one Leucine (L) residue is replaced by 
Tryptophan (W), Arginine (R), Lysine (K), Tyrosine (Y) or Phenylalanine (F); and 

administering said composition to said subject. 

1 2. (Currently Amended) The method of claim i 1 , wherein the polypeptide comprises a 
repeat of apoE| 4M 4 9 (SEQ4D NO. 1 SEP ID NO: 1) or a truncation thereof, characterised 
in that at least one Leucine (L) residue is replaced by a Tryptophan (W), or a 
Phenylalanine (F) residue. 

1 3 . (Previously Presented) The method of claim 1 1 , wherein the tandem repeat, 
comprises at least two substitutions independently selected from Tryptophan (W), 
Arginine (R), Lysine (K), Tyrosine (Y), or Phenylalanine (F) substitutions. 

1 4. (Currently Amended) The method of claim 1 , wherein the polypeptide comprises the 
amino acid sequence: LRKLRKRLLLRKLRKRLL (SEQ ID NO. 6 SEQ IDNO:6) ; 
WRKWRKRWWWRKWRKRWW (S£^ 

WRKWRKRWRKWRKR ( SEQ ID No ^SEQJD NO;t): 
WRKWRKRWWI.RKLRKRLL (SEP ID No. 9 SEP ID NP:9) ; 
YRKYP.K R YV YR K YR K R Y Y (SEQj&N9r4Q SEP ID NO: 10); 
LRKLRKRLRKLRKR (S EP ID No. 11 SEP ID NO: 11) ; LRKRLLLRKLRKRLL (SEQ 
SEP ID NO:3 ); FRKFRKRFFFRKFRKRFF (SEQj&^e^ SEQ ID NO:48); 
WRKWRKRWWRKWRKRWW (SEQ ID NO. 6 3- SEQ_TONOj63); 
WRKWRKRWRKWRKRW ( SEQ ID NP. 6 ^1 ^ EQ_ID,NPM); 
WRKWRKRWWFRKWRK31W 

WRKWRKRFFWRKWRKRFF (SE Q ID NO. 66SEQ ID NO:66); 
WRKRWWRWRKRWWR (SE P I D N O. 67 SEQ ID NO:67); 
LRKLRKRLLRLRKLRKRLLR ( SEQ ID NO. 68 SEQ ID NO:68); 



DWT !7467S9!vi 0081599-004USO 



4 



WRKWRKRWWRWRKWRKRWWR (SEQ ID NO.- 49 SEQ ID NQ:69); 
LRKLRKRLLWRKWRKRWW (SE Q ED NO. 70SEQJP NO:70 ): 
LRKLRKRLLLRKLRKRWW (S EQ ID NO. 71 SEQ ID NO:71 ); 
LRKLKKRLL WRK WRKRLL (SE04D--N0t^^E^H) NO_i72) ; 
WRKWRKRLLLRKLRKRLL (SEQ ID NO. 73 SEQ ID NO:73) ; 
WRKLRKRLLLRKLRKRLL (SEQ4D"NO-.-^_SEQJI3 NO:74) ; 
WRKWRKFFFRKWRKRWW (SEQ-I D NO. 75 . SE Q ID NO:75 ); or 
WB.KWRKBWWFRKFRKRFF ( SEP ID NO.- 7 4 SEQ ID N():76). 

1 5 . (Previously Presented) T he method of claim 1 , wherein the polypeptide comprises 
repeats of a peptide derived from an HSPG receptor binding region of apoB. 

1 6. (Withdrawn) A method of treating a bacterial infection in a subject, comprising: 

providing a composition comprising a polypeptide, or a derivative or analogue 
thereof, comprising repeats of a peptide derived from an HSPG receptor binding region 
of apolipoprotein B; and 

administering said composition to said subject. 

1 7. (Previously Presented) The method of claim 1 5, wherein the polypeptide is derived 
from an apolipoprotein B LDL receptor binding domain cluster B. 

1 8 . (Withdrawn) The method of claim 1 6, wherein the polypeptide comprises a repeat of 
apoB 3 359-3367 (SEQ ID No. 2) or a truncation or variant thereof. 

1 9. (Withdrawn) The method of claim 1 6, wherein the polypeptide comprises at least two 
RKR motifs. 

20. (Withdrawn-Currently Amended) The method of claim 1 6, wherein the polypeptide 
has the sequence of RLTRKRGLKRI.TRKRGLK (SEQ ID-^-.-42_SE,Qj D ,NO:i2) or a 
truncation thereof wherein at least one amino acid residue, other than the RKR motifs, 
has been replaced by a Glycine (G), Threonine (T), Histidine (H), Tryptophan (W), 
Arginine (R) or Leucine (L) residue or derivatives thereof. 



DWT ! 7467891 vl 0081599-O04US0 



5 



2 1 . (Withdrawn) The method of claim 20, wherein the at least one amino acid resi due has 
been replaced by a Tryptophan (W), Arginine (R) or Leucine (L) residue or derivative 
thereof. 

22. (Withdrawn - Currently Amended) The method of claim 1 6, wherein the polypeptide 
has formula: 

{abcRKRxyz} + {a'b'c'RKRx'y'z'Xformula IV) 
wherein 

a and a' are each independently selected from a positively charged residue, 
selected from either Arginine (R) or Lysine (K) or Histidine (H); Leucine (L); 
Tryptophan (W); or are deleted; 

b and b' are each independently selected from Leucine (L); Arginine (R); Lysine 
(K); or are [[is]] deleted; 

c and c' are each independently selected from Threonine (T); Tryptophan (W); or 
a positively charged residue, selected from Arginine (R) or Lysine (K) or Histidine (H); 

x and x' are each independently selected from Glycine (G); Tryptophan (W); 
Leucine (L); or a positively charged residue, selected from Arginine (R) or Lysine (K) or 
Histidine (H); 

y and y 5 are each independently selected from Leucine (L); a positively charged 
residue, selected from Arginine (R) or Lysine (K) or Histidine (H); or are deleted; 

z and z' are each independently selected from a positively charged residue, 
selected from Arginine (R) or Lysine (K) or Histidine (H); or Leucine; or [[is]] are 
deleted. 

23 . ( Withdrawn -Currently Amended) The method of claim 1 6, wherein the polypeptide is: 
RTRKRGRRTRKRGR (SEP ID No.1 -3 - SEP ID NO:13) ; LRKRKRLLRKRKRL (SEQ 
IDNo.11 SEOIDNQ:14 ); IJ^RKRLRKLRKRKRLRK (SEQ ID No : 4-S SEQ ID 

NO: 15 ); WRWRKRWRKWRWRKRWRK (SEQ ID No. 16 SEQ ID NQ:16); 
LLRKRLKRLLLRKRLKRL (SE Q ID NO . 80 SEQ ID NO:8(3); 
RRWRKRWRKWRWRKRWRK (SE Q ID No. 8 3, SEQ ID NQ:83); 
KRWRKRWRKWRWRKRWRK SEP ID No. 84 SEP ID NO:84) ; 
LRWRKRWRKWRWRKRWRK (SEQ ID No. 8 5, SEQ ID NO: 85); 
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HRWRKRWRKWRWRKRWRK ( SKO I D No . 8 6 SEP ID NO:86) : 
BWRKRWRKWRWRKRWRK ( SEP ID NP.87 SEP ID NO:87 ); 
RRWRKR WRKRR WRKRWRK (SE04D44P:8S_SEP_JD^Oi8 8) ; 
LRWRKRWRKLRWRKRWRK ( SEP ID No.89 SEP ID NP:89); 
HRWRKRWRKHRWRKRWRK (SEQ4B44er90_SEilID M^90); 
RWRKRWRKRWRKRWRK (S EQ ID NO.91.SEQ IDN0:91) ; 
R WRKRGRKR WRKRGRK ( SEP ID No. 92 - SEP ID NP:9 2); 
RWRKRWRKRWRKRWRK 

RKRGWKWRKRGWKW (SEQ-H>-Not94 SEQ I D NG:94 ): or RLTRKRGRLTRKRG 
(S EQ ID No.95 SEP ID NG:95) . 

24. (Withdrawn-Currently Amended) The method of claim 1 6, wherein the polypeptide 
has the sequence of RLTRKRGLKRLTRKRGLK (SE Q ID No. 12 SEQ ID NO: 12) . 

25. (Cancelled) 

26. (Cancelled) 

27. (Cancelled) 

28. (Cancelled). 

29. (Previously Presented) The method of claim 1 , wherein said bacterial infection is a 
Staphylococcus Pseudomonadales or Streptococci infection. 

30. (Cancelled) 

3 1 . (Withdrawn - Currently Amended) A method of prorating redudngthel i kelihood of 
and/or treating a bacterial contamination comprising: 

providing a composition comprising a polypeptide, or a derivative or analogue 
thereof, comprising repeats of a peptide derived from a Heparan Sulphate Proteoglycan 
(HSPG) receptor binding region of an apolipoproteim and a pharmaceutically acceptable 
vehicle, wherein the p olype ptide com prises a tandem diroer repeat of: SEQJDNo:!, SE Q 
ID No:2, SEQ ID No: 96, or a derivative there of wherein at least one amino acid residue, 
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other than RKR mo tifs, is replaced by an Arginine (R\ Tyrosine ( Y j Methionine (M\ 
isoleuci ne (I). Phenylalanine (F X Tryptophan (W). or a derivative thereof; and 

coating an object or a surface in need thereof with an amount of said composition 
in an amount effective for killing or preventing growth of bacteria. 

32. (Withdrawn - Currently Amended) The method according to claim 3 1 wherein said 
object is [[is]] selected from the group consisting of medical devices, lenses, contact 
lenses, catheters, stents, wound healing dressings, contraceptives, surgical implants and 
replacement, j oints . 

33. (Withdrawn) The method according to claim 3 1 wherein said surface is selected from 
the group consisting of hospital ward surfaces, operating theatre surfaces, kitchen 
surfaces and sanitary surfaces. 

34. (Cancelled) 

3 5 . (Currently Amended) The method of claim 1 1 , wherein the polypeptide comprises the 
amino acid sequence: LRKLRKRLLLRKLRKRLL ( SEQ ID N P.-6 SE Qj DNOg); 
WRKWRKRWWWRKWRKRWW (S EQ ID No. 7 SE Q ID NO jT); 
WRKWRKRWRKWRKR ( SEQ ID No. 8 SEP ID NP:8) ; 
WRKWRKRWWLRKLRKRLL (SEQ ID No. 9 SEQ ID NO:9) ; 
YRKYRKRYYYRKYKKRYY (SE Q ID No. 10 SEQ ID NOqO); 
LRKLRKRLRKLRKR (S BQ ID No. 11 SEP ID NO: 11) ; LRKRLLLRKL RKRLL (SEQ 
m He,-l SEP ID NO:3); FRKF RKRFFFRKF RK.RFF ( S EQ ID No. 4g_SJDJPJjQj48); 
WRKWRKRWWRKWRKRWW (S BO ID NO. 63 SEP ID NP:63) ; 
WRKWRKRWRKWRKRW (SEQ»NOr^ 
WRKWRKRWWFRKWRK3RWW (SEQ^^ 
WRKWRKRFFWRKWRKRFF (SEQ ID NP . 66 SEQ ID NO:66); 
WRKRWWRWRKRWWR (SEQ ID NO. & SEQIDMMD', 
LRKLRKRLLRLRKLRKRLLR (SE Q ID NP . 6 &^EQJD NOj68); 
WRKWRKRWWRWRKWRKRWWR (SE Q ID N O. 6 9 SEOTONOi69); 
LRKLRKRLLWRKWRKRWW ( SEQ ID NP. 70 SEQ ID NP:70) ; 
LRKLRKRLLLRKLRKRWW (SEQ4 D NP. 71„ SEQ ID NO:71); 
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LRKLRKRLLWRKWRKRLL (SEP ID NO. 72 SEP ID NO:72^ 
WRKWRKRLLLRKLRKRLL ( SEP ID NO. 73 SEP ID NQ:73) ; 
WRKI .RKRII XRKLRKRLL fSEQ -ID N O. 7-1 SEP IDNO:74); 
WRKWRKFFFRKWRKRWW ( SEP ID NP. -74 SEP ID NO:75 ); or 
WRKWRKRWWFRKFRKRFF ( S E Q ID NP. 7 6 J 5ElLIDNOj76). 

36. (Withdrawn) The method of claim 1 6, wherein the polypeptide is derived from an 
apol lipoprotein B LDL receptor binding domain cluster B. 

37. (Cancelled) 

38. (Previously Presented) The method of claim 1 1, wherein said bacterial infection is 
a Staphylococcus Pseudomonadales or Streptococci infection. 

39. (Withdrawn) The method of claim 16, wherein said bacterial infection is a 
Staphylococcus Pseudomonadales or Streptococci infection. 

40. (Cancelled) 
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